S1 Numbers of genes in three datasets Absher, Kirby and TCGA (with overlap) that can be assigned to the four groups of regulation patterns, based on DNA methylation of the probes and expression of the associated gene: UPUP (gain of methylation -upregulated expression), UPDOWN (gain of methylation -downregulated expression), DOWNUP (loss of methylation -upregulated expression) and DOWNDOWN (loss of methylation -downregulated expression). The numbers in brackets specify what part of all genes for each pattern and in a particular dataset is an overlap. 
